EXHIBIT B 



ClustalW2 



http://wwwxbi.ac.uk/Tools/es/cgi-bin/clustalw2/resultxgi?tool-^ 



Databases 
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i ClustalW2 Results 



Results of search 



Number of sequences 


4 


Alignment score , 


9231 


Sequence format 


Pearson 


Sequence type 


aa 


JalVfew 








Output file 


clustaiw2-201 00803- 1 7092 77804 ,outE.Lit 


Alignment file 


dustaKv2-201 00803-1 709277804.aln 


Guide tree file 


c!usiatw2-201Q08G3-_170927780lcM 


Your inout file 


i clUSta!'A''2-20l 00603-1 709277§!51laP.Wt 


SUBMIT ANOTHER JOB J. 



To save a result m right-cfick the file Unk in the above table and choose "Save Target As", . ^ ^ 

If you cannot see the JaMewbuiton. reload the page and check your brov^ersetUngs to enable Java Applets. 



Scores Table 



^^ibrt by il I Sequence NunrSer ! i View OiJiiput File 



SeqA Name 



Fischer_Phlp4> 

Fischer_Phlp4> 

Fischer_Phlp4> 

SSQ#2> 

SEQ#2> 

SEQ#4> 



Len (aa) 


SeqB 


Name 


Len ( aa) 


Score 












10 


2 


SEQ#2> 


500 


30 


10 


3 


SEQ#4> 


500 


30 


10 


4 


SEQ#6> 


500 


30 


500 


3 


SEQ#4> 


500 


99 


500 


4 


SEQ#6> 


500 


92 


500 


4 


SEQ#6> 


500 


92 



PLEASE NOTE: Some scores may be missing from the above table if the alignment ms done using multiple CPU mode. Please check the output. 



^ort by I \ Sequence NumJDerj j ; y ieyy pytpi^^^^ 



Alignment 



Show Colors 1 ; V'e^wiy^!|^^ 
CLUSTAL 2.0.12 multiple sequence alignment 



SEQ#2> 
SEQif 4> 
SEQ#6> 

Fischer_Phlp4> 



SEQ#2> 
SEQtt4> 
SEQ#6> 

Fischer_Phlp4> 



YFPPPAAKEDFLGCLVKEIPPRLLYAKSSPAYPSVLGQTIRNSRWSSPDNVKPIYIVTPT 60 
YFPPPAAKEDFLGCLVKEIPPRLLYAKSSPAYPSVLGQTTRHSRWSSPDNVKPIYIVTPT 60 
YFPPPAAKEDFLGCLVKEIPPRLLYAKSSPAYPSVLGQTIRNSRWSSPDNVKPLYIITPT 60 



NASHIQSAWCGRRHGVRIRVRSGGKDYEGLSYRSLQPEEFAWDLSKMRAVWVDGKART 120 
NASHIQSAWCGRRHGVRIRVRSGGHDYEGLSYRSLQPEEFAWDLSE^MRAVWVDGKART 120 
NVSHIQSAWCGRRHSVRIRVRSGGHDYEGLSYRSLQPETFAWDLKKMRAVWVDGKART 120 



SEQ#2> 
SEQft4> 
SEQ#6> 

Fischer_Phlp4> 



SEQ#2> 
SEQ#4> 
SEQ#6> 

Fischer_Phlp4> 



SEQ#2> 
SEQIf4> 
SEQ#6> 

Fischer_Phlp4> 



AWVDSGAQLGELYYAIHKASTVLAFPAGVCPTIGVGGNFAGGGFGMLLRKYGIAAEKVID 180 
AWVDSGAQLGELYYAI HKAS PVLAFPAGVCPTIGVGGNFAGGGFGMLLRKYGIAAENVID 180 
AW VDS GAQLGEL Y Y AI YKAS PT L AFP AG VC PT I GVGGN FAGGGFGMLLRKY GIAAENVI D 1 8 0 

IVALPX G MLK 10 

. * J * * : * ; 

VKLVDANGTLHDKKSMGDDHFWAVRGGGGESFGIWAWKVRLLPVPPTVTVFKIPKKi=i.SE 24 0 
VKLVDANGTLHDKKSMGDDHFWAVRGGGGESFGIVVAWKVRLLPVPPTVTVFKI PKKASE 24 0 
VKLVDANGKLHDKKSMGDDHFWAVRGGGGESFGIWAWQVKLLPVPPTVTI FKI SKTVSE 2 4 0 



GAVDIINRWQWAPQLPDDLMIRVIAQGPTATFEAMYLGTCQTLTPMMSSKFPELGMNAS 300 
GAVDI INRWQWAPQL PDDLMI RVIAQGPT ATFEAMY LGT CQTLT PMMS SKFPELGMKAS 300 
GAVDIINKWQWAPQLPADLMIRIIAQGPKATFEAMYLGTCKTLTPLMSSKFPELGMNPS 300 



SEQ#2> 
SEQ#4> 
SEQ#6> 

Fischer_Phlp4> 



HCNEMSWIQSIPFVHLGHRDNIEDDLLNRNNTFKPFAEYKSDYVYEPFPKRVWEQIFSTW 360 
HCNEMSWIQSIPFVHLGHRDNIEDDLLNRNNTFKPFAEYKSDYVYEPFPKEVWEQIFSTW 360 
HCNEMSWIQSIPFVHLGHRDALEDDLLNRNNSFKPFAEYKSDYVYQPFPKTVWEQILNTW 360 



SEQ#2> 



LLKPGAGIMI FDP YGAT I SAT PEWAT P FPHRKGVLFNIQY VNYWFAPGAGAAPLSWSKEI 420 
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ClustalW2 



http://www.ebi.ac.uk/Tools/es/cgi-bin/clustalw2/resultxgi 



SEQ#2> 
SEQ#6> 

Fischer_Phlp4> 



YNYMEPYVSKNPRQAYANYRDIDLGRNEWNDVSTFSSGLVWGQKYFKGNFQRLAITKGK 4 8 0 
YNYMEPYVSKNPRQAYflNYRDIDLGRNEWNDVSTFSSGLVWGQKYFKGNFQRLAITKGK 4 8 0 
YNYMEPYVSKNPRQAYANYRDIDLGRNEWNDVSTYASGKVWGQKYFKGNFERLAITKGK 480 



SEQ#2> 
SEQ#4> 
SEQ#6> 

Fischer_Phlp4> 



VDPTDYFRNEQSIPPLIKKY 500 
VDPTDYFRNEQSIPPLIKKY 500 
VDPTDYFRNEQSIPPLIKECY 500 



PLEASE NOTE: Showng colors an large alignments is slaw 
Show Colons 1 View Alignment File i 



Guide Tree 



Show as PhylogramTpee j Show Distances , View DND File 



( 

Flscher_Phlp4>:0. 66250, 
( 

SEQ#2>: 0.00250, 
SEQ#4>:0. 00130) 
:0. 03550, 
SEQ#6>:0, 03750} ; 



Cladogram 




SEQ«S> 



Show as Phylogram Tree Show Distance s View DND File 



Right-click on the above tree to see display options. 

Problems panting? Read Ijnwio print a Phvioamr n orCladoaram. 
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